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o RNA US40 o5 oy Lulul (Lowy 1998)
&S Wlesls 0L i 135 5 o wles RNAIIL Ol g2
Sk 0L S il 25 G b 5l L ges RNAII
.(Boisset et al. 2007) Lls o Jos \W&T
(TCS) iy 55 phpw 3> s Jsli= RNAII
Tagr S hueyg ead a5 (AgrC-Agrd) S

(Leitner et al. 2011) ¢l (3 lidw S S8) (g o
Slodzmy sy sl sS55skdlnl ol ke
il 53 &) mhaw b Lo e slap s o & Sl
ToS s (s A8 Ol sl o St
Slasl e &S obew sl 03 S £ S) LS s

(Novick 2000) 555 0 Joli 1, (&30 oL St

z T, T, . z N . N Z o
g o813 (55318 ) (g0 dSKtn g (I go g (S 29 i 05 8 5 (KB ipals (50 (55 P Km0 5 sl

(J s S0 )
1- Antisense bases pairing
2- Two-component system (TCS)
3- Accessory gene regulator (agr)
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Sty sLaetiS les b Lasal 5T Law 5 RAP-TRAP
RIS TGP G [ S N PSS CONPREY
3505 oslial SSm Bl by ly sl Olse
ol s . (Korem et al. 2003, Yang et al. 2003)
oSS slils] ol oS el o jaseie Lo gas
g el 4 diglis o ek 4 Ol8 0 b sl
At opl 5se0 Ll (RIP) RNAI-oaiS Cuiles
b, of L TRAP & Jlasl 3 5 ol RAP S JUT
S RNAI 52 5 cniles comgn ol ol & il oo
Balaban et al. ) 53 5 o (5L Sodm falS a5
At el 3 s Jbe o5 00 S o5k 4 (2001
eSS hdlel Ja g Kisy S350 51 S b 4 RIP
ol 03505 (658 5l ks il 02 pslie sl
S ol ol yala pies .(Balaban et al. 2007)
0 oS Ok ks Gk Sl ek sl
ls G Cile sl L 5l Sl
DL Ll o sas 555 | Sldllas Je Ol e a
b 3 VWl il e sSSalilen] &S Klasls
(s Sedm 5 Bl o lame 4 S S0
Burian et al. 2010a, Burian et al. ) 53,5 -5l
Sl Bsten plal stues,S 55 ol 51 (2010D
Ssps JolSS L Byl 53 ogs A Gll3 ¢ 5
“ gxore nl S Blese @ald Bl pr 5 Ol
b olen Jols slapuslS 15 Ko (S5 755 255 49

5 Mullarky (gasdlae ;3 . das o )3 f;l; Cod

u‘}@—\."- Ao 9 ‘f\-ﬂ‘ﬁdt&;nﬂ} o

Il s Bn) (5503 5 (85 55 el )
RNAI-s:S Jlé 255 -[ TRAP] RNATI-oeS
33,50 b S ol gt ) s XS ([RAP]
slaagla= .(Novick et al. 1993, Balaban et al. 2001)
S e bl Ol e U sl eSS kil
(agr I-IV) agr Jol o5 5 Sl « agrC 5 agrD
St 8 Sladllas 31 Lo sed Gl
S SSdlnl  5SG sg55 50 15 agr akex Bl ek
Wl g S Ol Jllgl sladle s 4 sl
(Wesson et al. 1998) wWlesls ol 1) ol s 550 sl
S A Glag g S Sl 0l Olpe s
Gt s b oawslio 53 T oy 8 agr a0 Glaze sisl
2 LD LIV 5 I AL glaos S 4 hase
53 0k sl 4 WIS e s edd syl Jly) slad sl
5 .(Buzzola et al. 2007) wub <la Oliny (gods 3L
O3l 93 palad s 75 S Ay o B 4 5
AL e Ll e ol S35 Olge s p &
i 55 @3 > 55 RAP-TRAP i 5 e
5 Balaban L g L sl )y S ol s
o5 RAP 15 oy 1490 Jl. s Novick
b 53 4 ol 055 LS YA 530> 055 L s
S Gl st w5 2SS, e eles
Ol yid Sty dmsy Skl d & RAP A5 Ol 5
AS YV apde i L Le b bl s, o8
wel Al Ol VAV 1S 33 8 o TRAP 6b w05l
Olge a4 S 35 pemm 53 TRAP il ol asle
Gov et al. ) Ll o Jos RAP (¢l S o5
Wi ldl el b TRAP O5dly s . (2001
03 5(agr) o 55 b a0 b s
S o Mg A RNAID jie ams

1- Target of RNAIll-activating protein (TRAP)
2- RNAIII-activating protein (RAP)

3- RNAIIl-inhibiting peptide (RIP)

4- Regulatory adaptation
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S F bl cimen (oS s S A5 S VY0
Logodd ma) Vses Sa o/F Jlade 4 plS 2 R
3 el e O s S MO (Ol =S,
AL Sl edd ol el DNA (g4 5ai 51 p S50 Ve
ATCC sl S5 slidled (6 5SL 5102 S ol
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4w bl Sk il Glacs S
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Gl S sl 5wl 5 0 Gble > Kl
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spry L ddbie Sl (Vb Ciles A s
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1- High-throughput amplified fragment length polymorphism (Ht-AFLP)
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Abstract

The virulence of Staphylococcus aureus is essentially determined by cell wall associated
proteins and secreted toxins, whose expression is largely regulated by two-component
regulatory systems (TCRSs) such as accessory gene regulator (agr) and RAP-TRAP systems.
Four allelic variants of agr (agr 1-1V) and trap (trap 1-4) so far have been identified. Some
reports state that there are clinical trends according to each agr group, but there is a scarcity
of information about frap types. So in this study, the polymorphism of the trap locus was
analyzed by restriction endonuclease PCR in a population of 43 epidemiologically unrelated
S. aureus isolated from bovine (n=21) and ovine (n=22) mastitis. The entire 504-bp open
reading frame of the trap gene was amplified from all isolates by PCR. The PCR products
were then digested with Msel, giving two different profiles corresponding to trap types 2 and
3. Isolates from cow were classified in trap types 2 (13; 61.9%) and 3 (8; 38.1%). The vast
majority of isolates recovered from sheep belonged to trap type 2 (90.9%) and type 3
contained only 9.1% of the sheep isolates. In general, types 2 and 3 accounted for 76.7% and
23.3% of the analyzed isolates, respectively. It is worth noting that #rap types 1 and 4 were
not detected among the studied isolates. In conclusion some trap types were highly prevalent
in mastitis cases probably because of possession of a genetic background which endows them
with superior ability to infect the mammary gland.
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