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Table 1: Primer sequences used for the
multiplying of A. marginale in Najdi and native

goats
Primer Sequence
Forward 5 CTGAAGGGGGAGTAATGGG 3
(AnaF)
Reverse | o/ GGTAATAGCTGCCAGAGATTCC 3
(AnaR)
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Figure 1: Najdi goat erythrocyte infected with
Anaplasma-like inclusion bodies (arrows) in
blood smear stained with Giemsa.
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Figure 2: Agarose gel electrophoresis of the
amplified product of a fragment of Anaplasma
msp4 gene by PCR method using A. marginale
specific primer. Column 1: negative sample;
Columns 2 to 4: positive samples of A. marginale;
Column 5: bpl00 marker (Cinagen, Iran);
Column 6: positive control sample; Column 7:

negative control sample.
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Table 2: Comparison of mean values (+ SD) of hematologic indices in non-infected and infected Najdi
goats with A. marginale based on PCR results

RBC WBC Neutrophil | Lymphocyte | Eosinophil
0,

Index | Hb (g/dl) | PCV(%) | g0y | oty | (aossp) (10%/u) (10%/u)
Non- ) 29413 | 201413 | 149422 | 149+53 | 46+39 71+50 | 0.2+0.07
infected
Infected | 7/0+1.1 | 185+23 | 13324 | 166+62 | 7.0+456 86+28 | 0.04+0.04
PValue | P>0.05 | P>0.05 P>0.05 P>0.05 P>0.05 P>0.05 P>0.05

Table 3: Comparison of mean values (£ SD) of hematologic indices in non-infected and infected native

goats with A. marginale based on PCR results

RBC WBC Neutrophil | Lymphocyte | Eosinophil
0
Index | Hb (g/dl) | PCV(%) | joepy | ooty | 1odsu (10%ul) (10%ul)
in';'eocr;d 8811 | 21.4+26 | 161217 | 180+51 | 58+34 | 112+38 | 03103
Infected | 84208 | 203+29 | 160+12 | 157452 | 43+26 | 108+43 | 03303
PValue | P>0.05 | P>0.05 P>0.05 | P>0.05 P>0.05 P>0.05 P>0.05
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Abstract

Anaplasma is one of the obligate intracellular microorganisms that infect erythrocyte of mammals, especially
ruminants. Considering the important role of Anaplasma marginale (A. marginale) for anaplasmosis in cattle,
several studies have shown infection with this pathogen in other livestock species, but there is no information
about its infection status and pathogenicity in Najdi goats. Therefore, the present study aimed to investigate the
molecular and hematological factors of A. marginale infection in Najdi and native goats in Ahvaz city. To do it,
blood samples were collected from 150 apparently healthy (76 Najdi and 74 native) goats from 6 herds in suburb
of Ahvaz city, and infection with A. marginale was investigated by hematological and PCR methods. In the blood
smear microscopy examination anaplasma-like intra-erythrocyte inclusion bodies were diagnosed in 22.4% and
29.7% of Najdi and native goats, respectively. The whole blood PCR also revealed A. marginale infection in 27.6%
and 32.4% of Najdi and native goats, respectively. There was no statistically significant difference between the
values of hematological indices in the infected and non-infected goats. Multispecies husbandry and grazing were
observed in all studied goat herds. Considering the lack of significant difference in the hematological parameters
in the infected and non-infected goats, it seems that infected goats are important as a reservoir for A. marginale.
The infection with A. marginale in the studied goats may be affected by the simultaneous rearing of different
livestock species.
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