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Figure 1. Geographical location of the study area. A) Sistan and Balouchestan province in southeastern
Iran neighbouring Afghanistan and Pakistan, B) area of sampling in Sistan region C) black and red points
of collected specimens in Zabol, Hirmand and Nimrouz districts. The morpho-molecular positive sample
of Babesia bigemina is shown by one red dot.
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Figure 3. A) Piroplasm of Babesia bigemina in periferal blood smear with Giemsa staining method. B)
Venteral appearance of female Rhipicephalus annulatus collected from suffered cattle by Texas Cattle
Fever. C) Dorsal appearance of female Rhipicephalus annulatus. D) Electrophoresis of Babesia bigemina
amplified 1TS1-5.8S-ribosomal DNA fragment in cattle with clinical symptoms of Texas Cattle Fever. The
lane 4, 5 and 8 with 495bp are positive samples. P: Positive controle, achived from Razi Vaccine and
Serum Research Institute, Iran. N: Negative control, including DNA of healthy cattle.

Table 1: The clinical findings of Texas Cattle Fever in Sistan region of Iran, before and after treatment
with Imidocarb dipropionate

Texas Cattle Cattle treated with Imidocarb
Clinical findings | Fever Total No: 8 Total No: 7

No % No %
Fever 8 100 0 0
Tachycardia 8 100 3 42.8
Tachypnea 8 100 2 28.5
Mucosal Pallor 7 87.5 6 85.7
Mucosal Jaundice 2 25 0 0
Lacrimation 3 375 1 14.3
Hemoglobinuria 8 100 0 0
Anorexia 6 75 0 0
Death 1 12.5 0 0
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Figure 4. Multiple allignment of 1TS1-5.8S-ribosomal DNA shows 98-98.4% similarity between present
study Babesia bigemina and other isolates from Thailand, China and Brazil.
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Abstract

Although there is not any report of the outbreak of Babesia bigemina in south, southeast and central regions of
Iran, some clinical evidences of Texas Cattle Fever were observed in some native cattle in Sistan region, southeast
of Iran. We conducted the present study to morpho-molecular identification of Babesia bigemina, to find the tick-
vector and evaluation of clinical symptoms in the affected cattle. In spring 2018, the presence of Babesia bigemina
piroplasm was evaluated in the blood specimens of 17 cattle that have been diagnosed with high fever,
hemoglobinuria and severe anemia with Giemsa staining method. The collected ticks from affected cattle have
been identified morphologically. The clinical symptoms were analyzed and treatment was performed with
imidocarb dipropionate. The PCR procedure amplified the Babesia bigemina specific fragment of 1TS1-5.8S-
ribosomal DNA in blood specimens and tick salivary glands. The morpho-molecular investigations showed
Babesia bigemina piroplasm in the blood of 8 numbers of investigated cattle. Also, the ITS1-5.8S-ribosomal DNA
of Babesia bigemina was detected in the salivary glands of Rhipicephalus annulatus collected ticks. The clinical
disorders of the disease have been treated after administration of Imidocarb dipropionate. The findings of the
present study illustrate a new focus of Texas Cattle Fever and its vector in Sistan region, southeast of Iran.
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