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Table 1: Type, size, age, mortality rate and disease symptoms in studied flocks

Flock size Age at Age at Daily -
Fll\lo(;:k Type (x1000 Region outbreak sampling | Mortality Cllng:;aolszylrgspi;%r:s &
' birds) time (day) | time (day) (bird)
Mild neurological
1 Broiler 50 Amol 28 32 60 and visceral
symptoms
Broiler Decrease in feed
2 breeder 40* Nour 26 28 10 intake, Respiratory
(males rales and visceral
birds) symptoms
Respiratory rales and
3 Broiler 35 Amol 31 38 150 Neurological
symptoms
Respiratory rales,
4 Broiler** 32 Ghaemshahr 21 27 242 Neurological and
Visceral symptoms
Respiratory rales,
5 Broiler 50 Be;\lladeh- 20 24 300 Neurological and
our :
Visceral symptoms

*n= 2500 birds in outbroken house; ** n=8700 birds in outbroken house.
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Table 2. Vaccination program in studied poultry farms

Flock 1 Flock 2 Flock 3 Flock 4 Flock 5
= = = = ; N ECN
Z | Vaccine/adminis | £ | Vaccineladmini | & | Vaccine/admin | & | Vaccineadmi | g . cine/admini
- . - . = | S g nistration g .
@ tration route @ | stration route @ | istration route @ @ | stration route
2 3 3 3 route 32
Bivalent live Bivalent live Bivalent live Bivalent live ND (apatogenic
1 B1+H120 and 1 B1+H120 and 1 B1+H120 and 1 B1+H120 /S 7 vaccinal
793B/Sp 793B/ ED 793B /Sp P strain)/DW
Bivalent . Bivalent live
8 inactivated ND 6 Coccidiosis/D 6 ina(':?t)il\\::tlggtND 9 LaSota/DW 11 ND (coloned
+Al/Inj and W AN LaSota)+IB
LaSota/ED ! /DW
Bivalent
inactivated ND
12 IBD/DW 9 +Al/Inj 10 LaSota/Sp 15 IBD/DW 16 IBD/DW
and coloned
LaSota/ED
coloned
16 LaSota/DW 15 IBD/DW 15 IBD/DW 19 LaSota/DW - -
Bivalent live
Reo/Inj and ND (coloned ND (coloned | )
20 IBD/DW 181 \asotaED | | Lasow)ytie | 2* | LaSota)sp*
/DW
. ND
ND (entrotropic ;
27 lentogenic | 22 | IBDDW | 28 (a\"/’:;g?ne;'c - - - -
strain)/DW strain)/DW
- - 26 ART/ED - - - - - -

* administrated at the disease outbreak, as emergency vaccination.
Note: DW=drinking water; Sp=spray; ED=eye drop; Inj=Injection; ND=Newcastle disease vaccine; IBD= Infectious bursal

disease vaccine; IB= Infectious bronchitis vaccine.
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@ VI 11 Vil MNG15882 CRIR/ABDI2018
Vi1 1 VI KX268351 chicken Iran Behshahr 2015
VIL1.1 Vil d EF579733 chicken China Shandong Pyan 2004
100 VIl 1.1 VIl b EF589133 pheasant China 98 Guizhou 1988
VR 1.1 VIl | KC542905 chicken China Liaoning 1 2008 2008
VIL1.1 VIl e ABB53927 checken Japan arak SG106 1999
200 b V1.2 VI 1 AY028995 fo! China A7 1996

300 I— VIl 2 Vi | KUBG2293 Parakeet Pakistan Karachi AW 1 2014

VIl 2 VIl | HQB97254 chicken Indonesia Bangarmasin 10 2010

VI.2 VIl h MF622047 chicken South Africa RBWW 3 2013

L VI 2 VIl k KY747479 chicken Namibia 5620 2016
00

VI.2 VIl a JN986837 chicken Netherlands 152608 ancestral 1993

9 XH.2.1 X3l b GU182323 chicken Pakistan SPVC Karachi 43 2008
”_:mz.znomure1cmmmpmm14
— Xi1.2 XM 8 JQ267579 chicken Iran EMM 7 2011
L XIll 1 1 XIll 2 JNG42034 ostrich South Africa 45445 3 1995
_:nlnanSMPmmmm

100 X2 XII b JNB27504 goose China GD 12 2011

o _mo_[:xvm XVIll 3 FJ772455 Mauritania 1532 14 2006
XVIIL2 XVIll b HF969218 chicken hory Coast CIVOS 42 2007

- _—m:m.lmammmymmmsmzonm

XIV.2 XIV b HF969187 chicken Nigeria NIEOS 453 2008

—:‘ XV XVIl a HF969176 chicken Nigeria NIE10 310 2011

100 XV XVl b HF969194 chicken Nigeria NIEOS 2199 2009
XX VI c AB853928 chicken Japan Ibaralks SM87 1987

XX.1.2 Vim KU862298 pigeon Palastan Lahore AW 2 2015
XX1.1.1 V1 g JF824032 pigeon Russia Viadmir 687 2005

XX.2 V11 JNG3B234 dove Raly 11RS98 102VIR 2011

XXI VI KC205479 chicken Ethiopia ETHMG1C 2011
Vi1 Vib FI410145 pigeon USA NY 1984

VI222 Ve FJ480825 pigeon China PG JS 1 2005

VI 2.2 1 VIf JN872180 waterfowl USA TX 209682 2002

V1.2.1.2 VI h HG326804 pigeon Nigeria NIEQS 1888 2009
VI.21.1.1 V1 a JX901367 pigeon USA PA 810 2008

VI.2.1.1.2.1 V1j JX486553 pigeon China LHLJ 110813 2011
VI.2.1.1.22 VI k KT1683262 pigeon Chana SH 167 2013

XIX V @ FJ705456 cormorant USA MN 82 40140 1992
4',“ . V.1V b JNB72189 parot USA Coast 8278 1962

&~ V.2V ¢ EU518682 Dove Mexco Distrito Federal 462 2004
— VIl VIl JX012096 Malaysia AF2240 1960

XVIXVI JX915242 chicken Dominican Republic 28138 4 1686
k) I_ IV IV AY741404 Fowl UK Herts 1933

|E]
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X IX AF458009 chicken China FJ 1 1985
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§11 AFOT7761 chicken USA Lasota 1946
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L1112 M24693 checken Australia Queensland 1968

11211 ¢ GQY18280 black headed gull Sweden 1994
11.221d¢ KC503476 northern pintail USA AK 44500 135 2009
b
002

Figure 1. Phylogenetic tree drawn using F gene sequence of Newcastle virus Ck/IR/ABD/2018 isolated
from poultry farms in the north of Iran during 2018 and the sequences in the pilot file of NDV
International Texonomy Group. The virus had a high similarity with subgenotype viruses VI11.1.1.
Bootstrap 500 has been used to draw a phylogenetic tree.
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Abstract

Newcastle disease (ND) is one of the important viral diseases of poultry that causes considerable economic loss
to breeding farms. Continuous evaluation of circulating virus genotypes and pathotypes is the crucial step to control
the disease prevalence. The present study aimed to study the phylogenetic and pathogenicity indices of circulating
ND virus (NDV) in poultry farms located in Mazandaran province during 2018. Following the isolation of the
virus from the brains of the dead chickens in five different farms, intracerebral pathogenicity index (ICPI) and the
mean death time (MDT) were determined. For phylogenetic analysis, virus RNA was extracted and following RT-
PCR, the sequence of the F gene was determined and compared with those presented in the gene bank. Results
showed that the isolated viruses had ICPT of 1.97 and MDT of 56 hours, related to the velogenic pathotype and
their virulence was close to the standard strains of challenge viruses. Also, based on the results of phylogenetic
analysis, the isolated viruses were classified as genotype VII. By determination of phenotypic and genothipic
identity of the isolated viruses, the clinical evidence showing the velogenic and visceral form of ND was
confirmed. The present study showed that the NDV causing mortality in commercial poultry farms during 2018
had virulence near to standard challenge strains and belonged to VII genotype and VI11.1.1 subgenotype of NDV.
Therefore, the isolated virus, as a local virulent strain, could be used in challenge tests and evaluation of the
preventive vaccination programs.
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