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L1 BAP6119 | ACATTCCAGATAATACACCCG Forward primerinpcgD Ry
BAP6120 | ATTGGAGCACCTAGTAACCC Reverse primer in pcgB

L2 BAP6121 | CTTAAAGTAACACTCGCTATTGC Forward primerinnctA Ao
BAP6122 TTTGATTTCCCTTGGGATAGC Reverse primer in nctA

13 BAP7213 | TGCAGGCGAGAGTTGATAAACCATC Forward primer in gatF fVF
BAP7214 | CAAAGATTGGTTCCAAATCTGAATGGA | Reverse primer in gatF

L4 BAP6125 | TTTCCATAGATTAGCAATGCCG Forward primer in latB 0
BAP6126 | CTTTATTTGGTCTTTATATATACC Reverse primer in latB
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APM:(Avian P.multocida)- SPM:(Sheep P.multocida)
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Isolate Origin Accession number
L1-VPl161 Chicken EU089981.1
L1-PM1 Cicken HQ162666.1
L1-P2225 BOvine HQ873312.1
L1-X73 Chicken HQ873311.1
L2-M1404 Bovin GQ444331.1
L2-P1702 Bovine GQ444330.1
L3 — HBO3 S wine CP003328.1
L3 — KOBCS Swine HQ162680.1
L3-CU Turkey HQ162671.1
L3 - P1662 Turkey HQ162670.1
L3 - P1059 Turkey HQ162669.1
L3 - PM70 Avian AE004439.1
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Typing ovine and avian Pasteurella multocida isolates from Iran
based on LPS outer core biosynthesis loci (L.1-L.4)
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Abstract

Pasteurella multocida is a negative gram pathogenic bacteria that causative agent of many
diseases in animals and man. Fowl cholera and ovine pasteurellosis are of the most common
infection of P. multocida that these diseases economic damage entered into the livestock
industry. Different virulence factors of P. multocida have been introduced that LPS have an
important role in virulence of the organism. The aim of LPS typing is determination
differences between P. multocida strains based on LPS synthesis genetics. For perform
molecular typing, DNA extraction was done with the using of a boiling method of each
bacterial isolate culture and genotyping done on 32 ovine isolate and 30 avian isolates by
PCR with using of specific primers for LPS genotyping experiment. The amplified LPS genes
by PCR, then were sequenced and compared to the sequences deposited in the GenBank
database from the world. Of the 32 ovine isolates only 10 isolates were contained L3
genotype (%31.25) and of 30 avian isolates 18 isolates were contained L1 genotype (%60), 4
isolates contain L2 genotype (%13.32), 5 isolates contain L3 genotype (%16.66), 2 isolates
contain all three genotypes L1, L2, L3 (%6.66), 1 isolate contain both genotype L2, L3
(%3.33). Of the 4 genotypes, ovine isolates were only contain L3 genotype in against, avian
isolates were contained L1, L2, L3 genotypes that this was indicated the distribution of LPS
genotypes is different based on host type. The sequencing results of Iranian isolates with
GenBank isolates showed a significant difference in L3 genotype and less difference in L1,
L2 genotypes.
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