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Table 2: Nucleotide sequence of primers used for
detection of EHV-1 (Carvalho et al, 2000)

F;rri"r?errd ATGGCACTGGCTCCGCTGCCGC
Reverse CTGGCGAGAACGCTACCC
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Table 1: Characteristics of the sampled horses

< 6 months 7

Age 6 months < age <3 56
years

> 3 years g7

Male 54

Gender Female 96

Pregnancy Pregnant 3

status of mares Non- pregnant 24

Disease Respiratory signs 45

background Abortion _ 9

Neurological Signs 5
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Figure 1: Electrophoresis of some of the extracted DNAs in agarose gel. Lane 1 and lanes 2-10 represent
100bp DNA ladder and extracted DNAs respectively
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Table 3: Concentration and OD260:OD2so ratio of
some of the extracted DNAs

0D260:0D280 ratio | ng/pl | samples
1.82 66.4 1
1.87 97.6 2
1.85 114.9 3
1.89 365 4
1.82 107 5
1.85 111.1 6
1.85 172 7
1.82 66 8
1.8 65.2 9
1.8 64.7 10

Figure 2: Evaluation of extracted DNA by PCR, using 18s ribosomal RNA specific primers. Lanes 1 and
11 represent 100bp DNA ladder and negative control respectively. Lanes 2-10 indicate amplification of an
expected DNA band of 488bp for all DNA samples
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Figure 3: The results of PCR using EHV1 specific primers. Lanes 1-3 represent 100bp DNA Ladder,
positive control (EHV-1/ EHV-4/Equine Influenza vaccine) and negative control, respectively. Lanes 4-6
indicate the negative results of some of the DNA samples
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Abstract

Equine Herpesvirus type 1 is a DNA virus with worldwide distribution which can cause noticeable economic
loss. Although this virus is moderately contagious, after shedding, latent infection in the host can be considered as
a potential risk for the other horses in the herd. The most important clinical syndromes caused by this virus are
respiratory involvment, abortion, myeloencephalopathy and neonatal disease. The current study, using a PCR test
on 150 horses in five cities in Khuzestan province (Ahvaz, Shooshtar, Shoosh, Ramhormoz and Mahshahr),
reported no positive case about the presence of a DNA virus in the blood of the studied horses. This finding has
shown that the presence of this virus in the horses from this region, at the time of performing the test, is justifiable.
The results of this study vis-a-vis those of other studies show that the presence of EHV-1 among horses in different
studies is very dissimilar. Regardless of the difference between the actual infection rate in different regions and
herds, the reason for this disparity is possibly related to the sample type, presence or absence of clinical signs
(related to the virus) in the sampled horse, and the laboratory method used.
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